
Molecular, Metabolic, and Subcellular Mapping 
of the Tumor Immune Microenvironment via 3D 
Targeted and Non-Targeted Multiplex 
Multi-Omics Analyses 

This approach aims to unveil intricate signaling networks 
between different cell types and the extracellular matrix 
(ECM) in the 3D tumor microenvironment (TIME) using two 
FFPE gynecologic tumor samples (HGSOC & AEH)

Stereo-seq for FFPE enabled the capture of not only 
human coding and non-coding RNA but also microbiome 
RNAs with subcellular resolution. 
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STOmics product: 
Early Access Stereo-seq Transcriptomics Solution for FFPE



An invasive zone in human liver 
cancer identified by Stereo-seq 
promotes hepatocyte-tumor cell 
crosstalk, local immunosuppression 
and tumor progression.


